Name of Gene. Matrix metalloproteinase 1 ( MMP1) .
boundaries of the porcine MMP1 gene were predicted by comparing the pig mRNA sequence (Clarke et al., 1990 ) and the rabbit genomic sequences (Fini et al., 1987) , using the BESTFIT program within the GCG package (Devereux et al. 1984) . Primers were designed that were expected to span intron 9 of the porcine MMP-1 gene. Sequences were obtained from the ends of the PCR fragment and compared with the porcine mRNA sequence showing 100% identity both in a 87-bp overlap at the exon 9 end and in a 106-bp overlap at the exon 10 end. Sequences produced in this study have been submitted to Genbank (accession no. U78629).
Primer Sequences. The forward primer was 5′-AAT CCA TGG ATA CAG GTT ATC CC-3′ and the reverse primer was 5′-TTT TTC CTG CAG TTG AAC CAG-3′.
Method of Detection. A 394-bp fragment was PCR-
amplified using approximately 100 ng of genomic DNA, 15 ng of each primer, 200 nM dNTPs, 2.5 mM MgCl 2 , 50 mM KCl, 10 mM Tris HCl, .1% Triton X-100 and .5 U of Taq polymerase in a final volume of 10 mL. After denaturation at 94°C for 3 min, 30 amplification cycles were performed, comprising denaturation at 94°C for 30 s, annealing at 55°C for 30 s, and extension at 72°C for 30 s, followed by a further 5-min extension at 72°C. The 374-bp PCR product was digested with BstXI, and fragments were separated by electrophoresis on 1.5% agarose gels. Frequency. 
Description of Polymorphism. The

